

BoutrosLab.plotting.general: Functions to Create Publication-Quality Plots

Contains several plotting functions such as barplots, scatterplots, heatmaps, as well as functions to combine plots and assist in the creation of these plots. These functions will give users great ease of use and customization options in broad use for biomedical applications, as well as general purpose plotting. Each of the functions also provides valid default settings to make plotting data more efficient and producing high quality plots with standard colour schemes simpler. All functions within this package are capable of producing plots that are of the quality to be presented in scientific publications and journals. P'ng et al.; BPG: Seamless, automated and interactive visualization of scientific data; BMC Bioinformatics 2019 <doi:10.1186/s12859-019-2610-2>.
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Documentation:

	 Reference manual: 	   BoutrosLab.plotting.general.pdf   
	Vignettes:	
Plotting guide using BoutrosLab.plotting.general




Downloads:

	 Package source: 	   BoutrosLab.plotting.general_7.1.0.tar.gz   
	 Windows binaries: 	 r-devel: BoutrosLab.plotting.general_7.1.0.zip, r-release: BoutrosLab.plotting.general_7.1.0.zip, r-oldrel: BoutrosLab.plotting.general_7.1.0.zip 
	 macOS binaries: 	 r-release (arm64): BoutrosLab.plotting.general_7.1.0.tgz, r-oldrel (arm64): BoutrosLab.plotting.general_7.1.0.tgz, r-release (x86_64): BoutrosLab.plotting.general_7.1.0.tgz 
	 Old sources: 	   BoutrosLab.plotting.general archive   


Reverse dependencies:

	Reverse imports:	CancerEvolutionVisualization, OmicsQC


Linking:

Please use the canonical form
https://CRAN.R-project.org/package=BoutrosLab.plotting.general
to link to this page.



